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Analysis of systemic sulfur metabolism in plants using
integrated ‘-omics’ strategies

Masami Yokota Hirai* and Kazuki Saito*

Sulfur metabolism in plants yields various sulfur-containing com-
pounds that play pivotal roles in many aspects of life. This high-
light describes recent advances in ‘-omic’ studies that have led to
an understanding of gene–metabolite networks and an identifi-
cation of the function of the genes involved in sulfur metabolism.
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Contributions from metabolomics to fish research

Linda M. Samuelsson* and D. G. Joakim Larsson

This highlight summarises and evaluates the information
obtained from the application of metabolomics in fish research
and discusses its potential in the future.

980

Recent developments in environmental metabolomics

Mark R. Viant*

Metabolomics is increasingly being used to characterise the
interactions of organisms with their natural environment. This
article describes the latest developments in this vibrant field.

987

Kinetochore assembly: building a molecular machine that
drives chromosome movement

Jianhui Yao and Xiangwei He*

Kinetochores play crucial roles in mediating chromosome
segregation. Major progress has been made in recent years in
identifying their biochemical composition, the assembly
patterns and the mechanisms of their functions.

993

Computational models reconstruct gene regulatory
networks

Anastasios Bezerianos and Ioannis A. Maraziotis*

This paper provides a brief summary of some of the most
recent and promising computational models and mathematical
frameworks used to reconstruct, model and infer gene
regulatory networks from gene expression data.
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Reciprocal chemical genetics for swift lead and target
identification

Coenraad Kuijl, Adriaan W. Tuin, Hermen Overkleeft and
Jacques Neefjes*

Reciprocal chemical genetics: correlation between chemical
profile of in vivo phenotypes and in vitro data of potential
target genes leads to swift target identification.

1009

Reversing cells and oscillating motility proteins

Simone Leonardy, Iryna Bulyha and
Lotte Søgaard-Anderson*

When cells of M. xanthus move on a surface they periodically
reverse their direction of movement. At the molecular level,
reversals involve oscillations of motility proteins between the
cell poles. This review summarizes the understanding of how
motility proteins are targeted to the poles and oscillations
regulated.

PAPERS
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Multi-platform investigation of the metabolome in a leptin
receptor defective murine model of type 2 diabetes

Geoffrey T. Gipson,* Kay S. Tatsuoka, Rachel J. Ball,
Bahrad A. Sokhansanj, Michael K. Hansen,
Terence E. Ryan, Mark P. Hodson, Brian C. Sweatman
and Susan C. Connor

Several urinary metabolites associated with diabetic mice are
found in NMR and LC-MS data. Findings from NMR, LC-
MS, and microarray data highlight a number of processes
associated with diabetes and reveal tissue specific responses.

1024

Inferring Boolean networks with perturbation from sparse
gene expression data: a general model applied to the
interferon regulatory network

Le Yu,* Steven Watterson,* Stephen Marshall and
Peter Ghazal

We propose an algorithm for inferring biologically meaningful
Boolean network descriptions of steady state pathway
behaviour from sampled microarray data. This gives us a
computational representation of transcriptional regulatory
networks.
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support our journal . . .

“Chemists will increasingly turn to ‘-omics’ 
approaches to understand mechanism 
of action and speci� city of bioactive 
molecules. Molecular BioSystems provides 
a home for this rapidly developing 
interdisciplinary science.”

Thomas Kodadek, 
Chair, Editorial Board

“We received three excellent, tractable, and 
critical reviews with a rapid turn around 
time after submitting our manuscript.  In 
today’s world of potentially long times from 
submission to publication, this was very 
refreshing.”

Mike Washburn
Advisory Board Member

“We believe Molecular BioSystems has more 
to o� er the chemical biology community 
than any other journal.”

Michael Smith, 
Commissioning Editor

“Congratulations on the excellent start – I 
am sure this [impact factor] number will 
continue to rise over the coming years.”

Benjamin Cravatt, 
Editorial Board member

“This is a very respectable impact 
factor for a new journal. Authors can be 
con� dent that their work is visible to the 
appropriate audience.”

Ruedi Aebersold, 
Former Editorial Board member
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